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Deep learning algorithm for cancer detection using multimodal characteristics of 
whole methylome sequencing of cf-DNA
Jun Tae Park1, Minjung Kim1, Sook Ryun Park2, Ki-Byung Song3, Eunsung Jun3, Dongryul Oh4, Jeong-Won Lee5, Young Sik Park6, Ki-Won Song7, Jeong-Sik Byeon8, Bo Hyun Kim9, Chang-Seok Ki1, Eun-Hae Cho1
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